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Abstract: NIMyc is an extremely important transcription factor in living organisms and playing a
crucial role in a various of cellular processes, including cell cycle, growth, proliferation, apoptosis
and other cellular processes. However, it has not been reported how transcription factors regulate
the function of brown planthopper (Nilaparvata lugens (Stal)) damage to rice. This study cloned
and identified the transcription factor NIMyc gene of the brown planthopper. The results showed
that the NIMyc gene has a total length of 1 830bp and encodes 609 amino acids. Using RT-qPCR
technology to detect the resistance expression level of NIMyc gene and its spatio-temporal
expression pattern in brown planthopper, the study found that after brown planthopper fed on
resistant rice, the expression level of NIMyc gene was significantly higher than that of brown
planthopper fed on susceptible rice, and the expression level of NIMyc gene was the highest in the
1-day and salivary gland tissues of brown planthopper. After RNAi of NIMyc gene, it was found
that the number of feeding holes of brown planthopper on high tricin resistant rice was 28.9 + 8.5,
which was significantly increased compared to the Control group (Control, dsGFP) with 13.5 £
4.3 and 16.2 + 8.4 feeding holes; The average honeydew secretion of brown planthoppers treated
with dsNIMyc, Control and dsGFP for 48 hours was 2.44 mg, 5.3 mg and 4.6 mg; The weight gain
was 0.23 mg, 0.49 mg, and 0.47 mg, and the dsNIMyc group showed a significant decrease in
honeydew secretion and weight gain compared to the Control group. This indicates that silencing
the NIMyc gene reduced the fitness and feeding ability of brown planthoppers, and regulated the
damage caused by brown planthopper on resistane rice. This study demonstrates that NIMyc is a
key transcription factor regulating the damage caused by brown planthopper to high tricin resistant
rice, which not only provides new ideas to explore the harmful variation of brown planthopper,
but also provides new ideas molecular target for pest Control.
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¥ K E\Nilaparvata lugens &3 H Hemiptera K Bl £} Delphacidae, #& VM B 8 & = 2L HK
fEERZ —, BRI SIERKRERKEREEE400% (Shangguan eral., 2018) . HAl, &5
TEPDE ST Rt At it Py i) 55 L, /D B BN PR 2 Al T Hp 8 e e 35
BRI FESR (Zhang et al., 2015; Shangguan et al., 2018) , FRIEPT H/KFE & FR AR Hil 45
RECAFRAATB (A, 2018) o # CAEREKAE G, KAES A — R AR B
BRORSE & (G, 20200 o AR RBERFRLE S, EOHUE LR AER BT
B2 A Py S naE VR IR A 8 AR A A QT S 1 5 3 A P o, o8 T A 2 A A S 1t 8
AIGeE, RATOIRA EEYPUE, BUER R I ESCE R (REEERSE, 2024) o PUPEKAE
A MEZEN G CRRENEYIZ G, KRR A R — RO GT R E Y, ENA
DORA B MR RS E, JEREINHIHE KR A HCR, PRI R ™ gR AN I A AL R Gk
&, 2007; Zhang et al., 2015) o 278 i & &5 KR CEUIPUIE K P R 3 IEAHE (Gong
etal., 2022) , T FH M AR H G822 FEAUKREZ B A6 K-F (Zhang ef al.,



2015; Zhangetal., 2017; J[EZE, 2019) o 4 CEUR & =22 900 & & APUHEKREE, &
75 57K T 20 B 488 JE B IR B UTAR (Liu er al., 2015) , #ET 532 FRARHE R B ik K FE
HEM (Yuaneral, 20200 o HuiHe CEU KRG BUERE JZ Bl s, USRI R ResicE
UK FEE A BEECHE DU KRG, MU R R A0 RESCE PR K ARG LB, 1548 LI B0 MR
TS K REPIE 2 104 — & Rk (Pang et al., 2024) .

R T R R S M L SDNA P SIS 6, FFEAE FE s A2 b R HE VR 420 FH SR s il ik B 11
RIEA, BEMR AL A AR 7 25 S AR W) A R 7 A 2 (Dang, 2012; Hsien
etal., 2015) o HAl, RTHFFFIEREEE CASHE TR, EEERTERR
. BRER B B, BRI (2024) BFFHEIR T8 CEH InR2F FoxO
P A s IR 7 £ VR 423 28 93 A0 D T EAT — S50 D e 5 e 2 R S8R ml i ok g A 25 B o )4
il =4y, #Wa2E0E CaAEKHIERR: 5155, Dongs (20200 #F 58 KI5 1 FoxO
REAE T4 IV P O R A A e, AT 3L A B8 = A e . FESLE IR, RS
(2022 RIL T 8 Drosophila melanogaster) MycHE R 7E R R R AR AT 7 THI (¥ 37 Th e
Ft— 5 1 B T Myc B (B i SR Dz R, 33 BRI M SRABR AT N I 4 T AL . Mye
KR M e-Myc /IR A& Z RN — KRR T, 2 5HBIMGEH R ST
FANMRR T S A TR ) 1 B B R, 1R B A A A KR B S R Ar i R b R A
PEEDIRE (IRIRAS, 2022) o HET, fEREEFH R T c-MycRIVEERF, FiEMycH H
(K LR 7 HIN T 26% 5 N We-Myc kA, (HEIH 3 = RSP I I Res (25, 2020) &
PRI, AHIF Lk % T Mye 505 H K e-My eV S B 4 35 R 5 NIMye X G 1 42 4 6 LR 3
FEEHATYIE T AL

ARG BT T 48 6 B SR R NIMy e R B 25 2 A8 R 52 B0 UK R 5 I (R 1
I3 FHRNATE AW 7R T NIMyc 46 B LE 22 20 4701 7K R L PR o 1 5 T P 5
Wi, SR N IR ZR G S R T 7EAE KBS0 w22 S B P /KRG R 4 R LA A3 e SR R 20
Hero
1 MRS
1.1 #idkFEmER

AW E A F (7K R N Taichung Nalive 1 (TN1, & HKFE) FRathu heenati (RH, i
oKD H REFTEE I TNT . RHZKAS A 1A S5 8L 1 50AA A TN 1-PATRH-PAFHE, DL
BT ARA RN AL Y R T TR AL . K AR R RIS B RS IR AE26°C + 0.5°C
N T FR 4R, AR N80% + 5%, JelEh 16 L - 8 D. sl h itk A K H
W30 ds HEH BRI H R R
12 £MERESH

e HEH KRN AL (GenBank & 3¢5 : XM_039428806.1) £ k4% 3¢ N T NIMyc B IR+
51| . % FINCBI Blastf# {4 Chttp://www.ncbi.nlm.nih.gov/BLAST/) #HAT FIVEEHE %, F#iLhe-Myc



B AARERN B SRR 5 X LR HHEAT 2 7 A LR A AT, B x4 S AMEGA 7.0
AR FHARHE 7% (neighbor-joining) 48 RGN, B B bootstrapyZ: 1) & H 1 000K .
1.3 #87XE NiMyc EERIRTZRIARN

AR A [F) R B M B 1~Ste 7 DL S MISRIAE o R T Bl e s PEARAIL B AR K
R Rl R Sk (SBRMERARD  MEVRAR . . R DL OB &K B B BRI ZH
YRR A B3, AR E R A 503k AMA . K Trizol IR BUERNA, FBE
P A MIRNASERE S, I 43 66 BE v 2 RNAVR FE FNSERE . 7520 nL etk RN
1 ugRNA#EAT [ T, prime PCR trument (Genstar, Beijing, China) i7/#E47RT-qPCR /M7
qPCRZ W FEJF95°C 2 min; 95°C 15 s; 60°C 30 sif4T40 MG . % F Nlactin ( GenBank & 5%
5 EU179848) 1B M S LR, JRKE 1S4 duml i i R 208 B A C B A kv, F2-44CT
EHEANRIA R, SIMNEL.

*1 AWHRETASIY

Table 1 Primers used in this study

59 Primers 5% %1 Primers sequences (5'-3") % Used
dsNIMyc-F GGATCCTAATACGACTCACTATAGGGCAGTATCGCCGGTAGTTC RNAI
dsNIMyc-R GGATCCTAATACGACTCACTATAGGGCTTGATGTTGTCCAGCAAG

dsGFP-F GGATCCTAATACGACTCACTATAGGGCAGTATCGCCGGTAGTTC

dsGFP-R GGATCCTAATACGACTCACTATAGGGCTTGATGTTGTCCAGCAAG

QNIMyc-F CGCTATTCCGAGGAGTTCG RT-gPCR
QNIMyc-R GCAGGAAAGCTGCTTGC

QNlactin-F TGCGTGACATCAAGGAGAAGC

QNlactin-R CCATACCCAAGAAGGAAGGCT

v BT RIZRES 2 T7 B 37 F7%1 . Note: The underlined portion of the table was the T7 promoter sequence.
1.4 #87K&E NiMyc BEF RNAiI RIREM

FEBEUTdsRNARE VLS WRT, A5 b4 B N W] BEAEAE 5 NIMyc [R5 B: R B 4 OB
AT TR NIMyc 751 54 6 RS e S 21 e . 6 DRI 55080 12 35 38647 T Blast b, 305 R I
LB K FENE T 51 . A T7)8 301 7 51 dsNIMyc FldsGFPE 51 Y (R 1D RHETT Ri
bo-MAXTM Express RNAi%& %t (P1 700, Promega, USA) i &: i B4 25 B4 Fiids VI
MycHldsGFP.

FH2%Ba e WL HVE ST &, 15 335 B41% (World precision instruments, PUSA)
HIVEBAME L . BTSN BAE I e BRI 2 E b R R BR R,
TSI O AR, PERIEA o BT R BN R ARAE TG 2 IR, FEAE K EU S R
ZIE IR ST . 100 R4 di K BUMER UGS 10 pLAE AT o o, dsNIMyci Sk
% 4400 ng/ul, DLV S5 R dsGFP R IR . 33 5 58 J5 HO TR F v K mUR N B 85 5 46 1)
RHMTEE KRG b, TVEH24 hy 48 hy 72 hitf 73 APk ik 3 kA7 754 K EUIRIRNA, FR413KE S .
S R4 eDNA G #EATRT-qPCR, B AR B IR SR 1L AL i 2 X&YW AR (TransGen
Biotech) [f]TransScript® One-Step gDNA Removal and cDNA Synthesis SuperMix 4 —#EcDNA



A ARG U BT, F2MACTETH AN Rk &, S HTControl. dsGFPHIdsNIMyc(ii+4k
1.5 @ €& NiMyc E[E RNAi 58 ¥ AEKFE LW BEEE SN ESRBEFRENNE
AT 5 308 Ao A R S T KRR B R A R RV B R, B
ST, RIRAR . FEKAE AT TR & — R 4y 2 — KPR I i) H Parafilm
FBMET (Temx7em) , FAEGMEF AL CEl. FFECE24 W5, MKFEZEF
WU Parafilm%¥, #2FkParafilm%& b (¥4 € B P OPREE, 9 (OPR EE 22 (B R A 4 6 RSy b 2 R
B KB KRBT RE AR RS G A CEERE, P AR RIS A . AR S0 i 4%
103k, JFEEIWREYFEL.
1.6 &€& NiMyc EE RNAI {18 CE K FE LML R LG
AR FEE K 10 em BAR2 em (W R TEBEFSE W, RSkt F4RE 1, 24
h/E 2B K, FHBY JJBY e CEICE o K R 2R AT, BBALY IR TRIRI KRG 25 FF 12 h, 12
h/E B BE AL PRI & L. BRI B 10k, FRRE3RAEYFER .
1.7 HBIRSH
AW 5Tia Excel (Microsoft, USA) ZiitIf#E Iy, {3 FISPSS 2084 347 704, #R
P 79 b1 45 B F) I Prism 8.0% 14 (GraphPad software, USA) #H{EEI#%E. %t & PCRLK 45
AL FH 2 AT AT AT o S0 B RSP S bR R RN, SR B DR 36 7 28 4 s
(one-way ANOVA) , % & H# R HDuncan G 21, EF/KF (P<0.05) .
2 SBREZH
2.1 & XE NiMyc FHHIE
NIMyc (GenBank %35 : XM-039428806.1) HICDSX 4 id609 M2 HAR, &5 —4
FEAC R S2AE T 830 bp, —N341 bp 5° K HH 13 X 3 A — 43 005 bp 3 KRB B X I . B H
Computer PI/Mw Tool# /4 (http://web. Expasy. org/compute -pi/) 737 Tl NIMycE A i T
it T 8 9 66.56 KD, plJy6.81. it i B AF Wl NiMye & A A 1A Ok 57 45 # 38 N
bHLHzip_Myc, 2584 T 55 522~60 17 [ 28 SR X 3BTE [ Y, J&8 T~ Myc 8 1 K05 A 172
FIH (http:/npsa-pbil.ibep.fr/) I 4T R EERI I, NIMycH I ol iE 1715.93%, L&A
B 153.78%, JoRLIE T 180.30%.
22 #BXE NMyc NEZAE
NIMycHIFFAER RGE R B W28 T WE NIMyc B LIS R, AR 7U3E T-8FhA ]
(I S R LR P A 2 ELLL, FIMEGARE R AR B ME T — N REREW,
REpMEW, RAF—HWRSEMycE A EERE—R, HAW CEANMycS K E
Bemisia tabacilf )55 K R 0L, 5BlastF¥EMEL R — 8. Z W RFNIMycE AL EA
AEIFII R E



W KA, Nilaparvata lugens XP039284740

WK B Bemisia tabaci XP018908268
BeREEE Homalodisca vitripennis XP046659871

VoS Schi ca gregaria XP049859900

KR Thrips palmi Karny XP034250181
P81 Y Frankliniella occidentalis Pergande XP052128859

P 7 ® W Apis mellifer XP016770394

2 J B Aedes aegypti XP021694470
57

ANBGAR Ischnura elegans XP046396071

01

Bl A0Bk i e (BT 2R 7 51 1 KL NiMye S5 HAR R 3 c-Mye REKH R (1000 KEE)
Fig.1 Phylogenetic tree of NIMyc of Nilaparvata lugens and c-Myc of other insects based on amino acid
sequences constructed by neighbor-joinging method (1 000 replicates)

F 5 R IEE R R 1000 VX 5L 1) Bootstrap {H ; 70X /R 741 % 57 - Note: Nunbers at nodes represented bootstrap percentages (based

on 1 000 samples). Scale bar represented sequence divergence.

2.3 #B%E NMMyc BEBR R RIAR T RIA
I3 AN R B B B 1~S 0% 2 B s RN 1~ 15 H 3§ ol SO 3 1 4 R R AT NIMy e 3Rk 2

938, RT-qPCRATINSS KB, NIMyctEA KB 1~58 7 HUH Sk dU A A R R R,
HohfE MR g1 dRIA B R . EITRT-qPCR, 2 HI%HHE CEARFHELS G, MERAR. &
W 2 R B E . R B T IINIMyclfIZRIE BT /00T, LRI Hr s K, NiMyc
FEAR K VLAY R AR R AH A I A A AR RE, b e iR s B i, B
T HTHL, GPE. Plp. 2. JRR. REM (ERERR) REERIK, RiLE
HEEFARK. EWERNIMyctEA FH L0 R g LA 2 M7 22 ma s ¢ E R A KR B RS
T I RT-qPCRE A 75 TS [F B /K el it P )48 % A PN FRINIMy o 35 TR 1) 3R A 1 6 AT
THFOKTPER, 45 RS E CEIEIRERAYIM KR TG, NMycREREREEEEmT
(F=0.682, df=4, P<<0.05) HUETNU& K /KFE A E, Xk — P RER s K NIMyc
N P R E\ECHE i 2 BB KRS A
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Fig.2 Expression levels of NIMyc in different developmental stages of brown planthopper

VSR IMHEARHERE IR . Note: The results were expressed as mean+SE.
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Fig.3 Expression of NIMyc in different tissues of brown planthopper
E: FRAGMETR: Hd, kil sg, MERR: Mg, HW; Lg, &; Fb, MEFIfE; Ov, UL, In, 3R ARREMEIRMT
BEbrue iR Ros, M RRE R Z ol B R, BT ARG 78382 Duncan GBS ZEER IR 7 57 B35,
P<0.05, n=3, FEI.
Note: The abbreviations represented the following: Hd, head; sg, salivary gland; Mg, midgut; Lg, leg; Fb, fat body; Ov, ovary; In,
integument. The results of the bar graph were presented as mean+SE, and significance was assessed using one-way ANOVA. Different

lowercase letters above the bars indicated significant differences according to Duncan's new multiple range test, with P < 0.05, n=3.The

same applies below.
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Fig.4 Expression levels of NIMyc in different resistant populations of brown planthopper

24 B NiMyc EEER CEBRANTEHE

TEVE S NIMyclP)dsRNA 5 , £24 h3ZiK 7K -5t i 2 FEAIC, 43 71l /2 Control4H (F=0.373, df=4,
P<0.05) « dsGFP# (F=3.937, df=4, P<<0.05) [1155.24%%157.25%; 48 hiJ#5 K E A& P NIMyc
FIEBE A Controld]. (F=8.575, df=4, P<<0.05) . dsGFP4l (F=0.342, df=4, P<0.05)
B N%, 7248 hNIMyc Rk KT 5 T BERIBRAR, TTERAER 51 85.65%H184.69%:  1£72
h NIMycFRik K UEIK S, 43 51l /& Control 4l (F=3.367, df=4, P<<0.05) . dsGFP#1 (F=0.832,
df=4, P<<0.05) 1164.34%F166.14%. MUL EZERAT AR, 4 NiMycfJdsRNAT] LA7E48
hJE sl AT LUk B 82 KT, R AT PLA A iZdsRNA H BEAT DL I IO 7E 6 G EA Y i S o
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Fig.5 Effects of dsSRNA injection on the expression level of N/Myc in brown planthopper

2.5 IER NiMyc 3348 K EVER B 1T AR

RS 4 SRR NIMyc 548 KRB AT N BAFLE DGR, N T it — I IX FRE ¢
PE, B KAV B 3N SEIR A ControlZll. dsGFPL. dsNIMyc#l . I 45 R B, dsNIMyc
YHAHLG T ControlZHFIdsGFPZH, HUEFLI /A % 4 o Guit ANIRI SEi 2H /K G 24T I EL AL
BRI, dsNIMycZHAEKAE BRI fLE R i 2 71 0428.9 + 8.5, T Control4H (F=2.79,
df=18, P<0.05) FdsGFP#l (F=0.187, df=18, P<<0.05) [HUEfLEEM B ER D, 735
N13.5+437PMF116.2 + 844 XEH, NIMycHERE TG CAH I T 9 BB R,
HECEBE /323 T ], BB 5RIR T NIMycRE RAE RS K E IR AT ey T
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Fig.6  Effects of dsiVIMyc injection on the feeding behavior of brown planthopper
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E: A, B CEIRE AL KRR ZEAT BRI ER, 7E RH KRR M B 100 f5A0 150 5 BB A% BHbRRO8 1 mm; B,
A FLEE - Note: A, Images of brown planthopper feeding holes on rice stems, captured using a microscope with magnifications

of 100x and 150x from Rice samples at RH; B, The quantity of brown planthopper feeding holes.

2.6 B NiMyc 3#8 KEVE T 7 EFRS MR EN 20
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Control 4. dsGFP #41. dsNiMyc %4, FF7F 48 h jo it H B R B MR EA BT 7 40t ©
7 EREIR, dsNIMyc A PR % F5 S AH X Control 41 (F=8.722, df=18, P<<0.05) Al dsGFP
H (F=8.494, df=18, P<<0.05) ¥JEFEFEML, 730N 2.44 mg. 53 mg Ml 4.6 mg. Kl 845 R
BIR, dsNIMyc AbFRLASAGVEAA B AHXT Control 41 (F=0.074, df=18, P<<0.05) Fll dsGFP 41
(F=0.129, df=18, P<<0.05) ¥4 & 2 F£1IK, 43728 0.23 mg. 0.49 mg 1 0.47 mg. FeH, dsNIMyc
XL (Control. dsGFP) )% 55 oy Wb B RIRAF MEAR AR B B M 2 5, X UL
NIMyc B FET-H 5 Be 88 A B R KA B % 5 70 i S AR A e R L, ™ s 1 4 Rl
IEHBEAERKRE, B PES T # CEULE e 22 3 T KRS b 103 L e A
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Fig.7 Effects of dsN/Myc injection on the honeydew of brown planthopper
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Fig.8 Effects of dsiNIMyc injection on the gain weight of brown planthopper
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3 ER e

NI GERE % B 5 Rl T NIMy e 30U e 22 BB KRG AL, AT 70 50 BE A3 BINIMy e J:
A, IF B BER T 5 Al B Rk AT 2 LN, BRI 53 BT 2 B NIMy o fE 8 i3k AL
FEABIFRR T X SENE (2013) 7RS0T 78R My e @& i€ 7 T 20 R 1) s
ORAFRAVEAR — 80 I AN [E TP B IR e B 0 R DR B ik 85, RH-PFHEF
ME B HR NIMy e3[R 3235 B R TN -PRIBER I 1.665%,  FrtE/KRERAE & EL 7 277 42 3 £ (I NIMyc
KA KB P . X — RIS BT ATE 2 FhoK RS i b & R HAT S /KRG I 22 36 1 2
BEREER 8 (Gongetal., 2022) . Kk, NIMycFik &) LiH0 G & RA-PAHEE 7T IR PT
MK RGO BB R 2 —, [RII tHI 7R SR 1 NIMy e e 72 48 % B3 v 22 B R i1tk /K e
.

T3 X NIMycHE RIFEME KBS RN KR & WY B dud b . AN[RIZE S b v e 1 2 e i A T
S8, RIZIERAEAR A B I FRIA B IFE B I, IMAERETE R R dIA R T fem . 1X R
NIMyctEts KRR KR B AR, JUHIRTE A du i B R A R DGR B, R AR .
X2 R SFRAD SN (20230 BUBEFOAH— B0 ARATTAR I 00 B R AR B R NT Vg 148 56 Bt
hE b ERE, MEPNENFEIR, BB BHRAFEEREE, XA 28
ot B3R 2R (1 7 SR IO HE B (VI B o NIMoye 7 MR 0 P 2 T8 B 50 vy, 7 Pl U A 0 R 4 5 e B
I RS, MR 53 A P R R A B P B RO R T A0 S o 7 A T T 1 DR
(Hogenhout and Bos, 2011) , X T NIMycfEM KRR R R & H0+ 4> E 2,

H AT e ¢ EG R 7 8503 m 22 S UM K RS AL AN I . 7248 KV, B
R A CEAECERE S (20, 2019) , HControlLMIdsGFPAA L, dsNIMycH 145
KEE R T R T 54%M147%,  [FIFEdsNIMyc 21 1f) 3515 14 44 5 55 Control 20 fldsGFPZH A
Pt 3 MR8, 233 R B T 53%MI51%, X 54480 (2013) B FMRIRFE R NI 8605 34 57 Hh
EFRE . PR SR g RS R — 8, W NIMycE[NRNAE, KU CEER &7 N
HRAET — R, dsNIMyc4L IS FLISCR 55T AL B2, B8 Cam
B DRe HILBRAS, dsNIMycHEDRI IR IA RE S4B K E\ I IE W B FIAE KR, kT 15 A 48
CETEECE S MU KR RIS EEAEA, iX 5 Shangguan® (2018) K ILMEIR IR
FIA M CEIE R NIMLPTER T 5 22 e il € I Thie A R G5 (2023) 7EMI R
Helicoverpa armigera (Hiibner) 1T #c-Myc & M #5 dufhk 5 5 2 FREHI4E BA L. c-Myc
Fe— AR N T REECAT V2 e s R 7, 78 B SR ARAN RN AR K R 4 A i R v k5 e 22
ELEThAE (A, 2023) . SEWFFEE R LI c-Myc[FIJEIERH, B 7L HEN c-Mycil it
Wingless (Wg)/Wnt. Decapentaplegic (Dpp)/BMP/TGF-B. Hpo- dInt/mTORFIECR %15 518 i
25 B A AR KA R B S5 B A aniE B A4 (Gallant, 2013) o WA R AARIERTE
He-MycZ 5 Wnt/B-cateninfs T I8, c-Mycs FFHEILR K A3 7454, WU EMRNE
%, B R R R R IA N K H (Chen, 2014) o {HAEH K EERA W 5 A4 21 3



H Ke-Myche s 7l T fi s 5o 4e . AR FE R 0E F M AN . @idKEGG K
P, W K EFE SR T NIMycTEMAPKGE % H SERK K RE Y], o-MycfE oy — /N B 1) #55%
VR PR, T DL I R 2 T i DA 11 R SR ) 24 L K B AT 434 o R I HE DU/ E MA PRI 6
c-MycH] LLSERKAHEAEH], R EBFERKFIMOE JE 58 H TN 1 #RaE, TR — A IE R 5
B, MIMTEM CER B FSCE 7 H AR B OCHEE

ARHFFUEY] T NIMyc /2 R B 30H @ 22 BTV K RS 1 0 B s R 7, 1X 835 A
SERANUON G S S TR SR I F/EA A A KR B AT N IhREIR it T S35 BLilh, o918
TCE AT RREE B AR A TR S AR, R PR B K RGBT AU S ) E A b ]
BEACSR AL T BT S
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