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Abstract: The diverse bacteria in insects play important roles in digestion nutrition absorption growth
and reproduction in insects. In this study 16S rRNA gene sequences were used to construct a 16S rRNA
clone library of endophytic bacteria. The microbial community structures of the third and fourth-instar
larvae of Solenopsis invicta were determined and compared. The similarities and differences between the

microbial communities of the third and fourth-instar larvae of S. invicta were revealed by high-throughput
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MiSeq sequencing. The results showed that there were some differences in the structure and composition of
intestinal bacteria in the two different stages of development of S. inwvicta senior larvae. The species
abundance and species diversity of the third instar larvae samples were lower than the fourth instar larvae.
A total of 183 OTUs were obtained from the third and fourth-instar larvae of S. inwvicta belonging to 15
phyla 24 classes 56 orders 101 families and 151 genera. Among them 51 OTUs were obtained from the
third-instar larvae and 170 OTUs were obtained from the fourth-instar larvae. The dominant microbial
taxon of the third-nstar larvae was the genus Mycoplasma which accounts for 95.11% . The dominant
microbial taxon of the fourth-instar larvae of S. invicta was 7 genera of the Proteobacteria with a proportion
of 93.78%  of which the dominant bacteria was Enterobacter with a proportion of 37. 10% . This study
analyzed the bacterial diversity of the intestinal bacteria in the advanced instar larvae of S. invicta and the
difference in the composition of the intestinal flora of the third and fourth-instar larvae in order to further
clarify the physiological function and ecology of the intestinal bacteria The academic significance had
important reference value.
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Percent of community abundance on class level
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Percent of community abundance on family level
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