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Identifying of Samia ricini diseases by nanopore sequencing

CHEN Da-Song  HUANG Hong LI JianXiong DAI Jian-Qing" ( Guangdong Key Laboratory of Animal
Conservation and Resource Utilization Guangdong Public Laboratory of Wild Animal Conservation and
Utilization Institute of Zoology Guangdong Academy of Science Guangzhou 510260 China)

Abstract: Samia ricini is a silk produced and edible non diapause economic insect belonging to
Saturniidae family. It is one of the rare silk production insects that can be largely reared indoors which
can be reared in successive generations throughout the year. The large-scale indoor rearing production of
S. ricint may be ruined by destructive diseases which includes microspore disease nuclear polyhedrosis
disease and soft rot disease. Diseases will become increasing serious with the continuous accumulation of
pathogens and the pathogens become more difficult to remove. Therefore disease monitoring is the most
important means to prevent the disease outbreak. MinlON is a portable high-throughput sequencing
platform  which is convenient for pathogen DNA sequencing. In this paper the DNA of sick S. ricini was
sequenced by MinlON and the unknown pathogen DNA sequences were attempted to be identified. The
feasibility of using MinION to identify the pathogen was discussed which provided a guarantee for the
monitoring of silkworm disease.
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1
Table 1 Sequence mapping results
ID
Query name Length Target ID Target pathogeny Target bases
Seql 9174 NZ_KV388085. 1 Enterococcus pernyi 5115
Seq2 9307 NZ_KV388085. 1 Enterococcus pernyi 4947
Seq3 8100 NZ_KV388085. 1 Enterococcus pernyi 4890
Seqd 10818 NZ_KV388085. 1 Enterococcus pernyi 4761
Seq5 13820 NZ_KV388085. 1 Enterococcus pernyi 4378
Seq6 12511 NZ_KV388085. 1 Enterococcus pernyi 4308
Seq7 8540 NZ_KV388085. 1 Enterococcus pernyi 4207
Seq8 6008 NZ_KV388085. 1 Enterococcus pernyi 3744
Seq9 14511 NZ_KV388085. 1 Enterococcus pernyi 3543
Seql0 19205 NZ_KV388085. 1 Enterococcus pernyi 3238
Seql1 1924 KB909441. 1 Nosema bombycis 982
Seql2 1496 KB908947. 1 Nosema bombycis 972
Seql3 1579 KB909432. 1 Nosema bombycis 971
Seql4 2403 KB908947. 1 Nosema bombycis 970
Seql5 2859 KB909441. 1 Nosema bombycis 970
Seql6 1279 KB909441. 1 Nosema bombycis 966
Seql7 2298 KB909432. 1 Nosema bombycis 964
Seql8 2529 KB909441. 1 Nosema bombycis 964
Seql9 1385 KB908947. 1 Nosema bombycis 962
Seq20 4922 KB909432. 1 Nosema bombycis 962
10 o Note: Each 10 longest sequences mapping to E. pernyi and
N. bombycis were shown.
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