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Abstract: To research the expression patterns of serine protease inhibitors ( Serpin) genes Sp2, Spl3 and
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Sp16 in Musca domestica larvae after infection of Canidia Albicans. M. domestica larvae infection Canidia
albicans and collect specimens , total RNA was extracted from these samples and reverse transcription for
c¢DNA , the expressions of three Serpin genes were detected by qPCR. GAPDH as internal reference gene.
Laboratory data were then analysed statistically. Different time points after infection, the results indicated
that the expression of Sp2 mRNA in infection group increased obviously in 3 h, 6 h and 48 h compared
with control group; The expression of Spi/3 in 6 h was higher than the control group, but lower at 3 h and
24 h; The expression of Spl6 in 6 h, 24 h and 48 h was higher than the control group, and the expression
of Spl16 in 36 h was lower than the control group. Infection group different tissue compared with control
group, The Sp2 mRNA express in the hemolymph and fat body significantly increased in 3 h, but lower
expression in the malpighian tubes, trachea and intestinal; Higher expression in the haemolymph, but
lower expression in the salivary glands and the malpighian tubes in 12 h; lower expression in the fat body
in 24 h; Expressed in the hemolymph quantity higher, but low expression of salivary glands amount than
those of the control group in 48 h. The Sp/3 mRNA express in the salivary glands and fat body volume
significantly increased in 3 h, but lower expression in the malpighian tubes, epidermis, hemolymph and
trachea than the control group; Higher expression in the haemolymph, but lower expression in the
epidermis and fat body in 12 h; Higher expression in the haemolymph, trachea and the salivary glands,
but lower expression in the fat body than the control group in 24 h; Higher expression in the malpighian
tubes, haemolymph, trachea and the fat body, but lower expression in the epidermis and salivary glands
in 48 h. The Sp/6 mRNA is lower expression in the malpighian tubes and trachea than the control group in
3 h; lower expression in the malpighian tubes and fat body in 12 h; Higher expression in the malpighian
tubes, but lower expression in the fat body in 24 h; Higher expression in the haemolymph, but lower
expression in the malpighian tubes in 48 h. Three Serpin genes of M. domestica showed differential
expression after infection with C. albicans. It is speculated that Serpin gene has synergistic regulation in the
immune regulation of M. domestica.

Key words: Serine protease inhibitor; Musca domestica; infection; spatiotemporal expression patterns;
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31%) Primer J551] Sequence

Sp2 F 5°-CCAAATCAGGCAGTAAATG3”
Sp2 R 5°-CTCAGCAGGTATGGGTAAT3~
Sp13F 5-GCTCTATTGTGGTGCCTAT3~
Spi3 R 5-ATCCGATGTCATTTTGG3~
Spl6 F 5 TCAACAACTGGGTGGAGG3”
Spl6 R 5°-CAAGACTTTGGCATCGTAT3~

GAPDH F 5-CAGGAGGCATTGCTGATGAT3

GAPDH R 5°-GAAGGCTGGGGCTCATTT3~

1.2.2 fpAdil &
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SRR, I A T SRS S 2 3 i 4
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R & (3. 64 120 24, 36, 48 h) Fl 3. 12,
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AME 2 20 pLlo RN KR 95°C Fi AR 7 30 s;
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Fig. 1 Amplification of Sp2
F: A, BPEARIRELA: B, BE 3 h ARIHSL: C, JBYYE 12 h RRFIHZL D, BEE 24 h A[F4EL E,
JRYL)5 48 h AR, 2 -8 6 [l Note: A, Time post infection; B, Different tissues at 3 h postinfection; C,
Different tissues at 12 h postinfection; D, Different tissues at 24 h postinfection; E, Different tissues at 48 h

postinfection. Same to Fig. 2 - 6.
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Fig. 5 Melting curve of SpI3
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Fig. 6 Melting curve of Spl6
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Fig. 7 Expression of three Serpin gene in different time after Canidia albicans infection of Musca domestica
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Fig. 8 Expression of Sp2 in different tissues after Canidia albicans infection
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