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Abstract: To determine the diversity and phylogenetic affiliation of endosymbionts harboured by two mainly
invasive cryptic species Bemisia tabaci MEAM1 and MED and its three dominant parasitoids ( Encarsia
sophta  En. formosa Eretmocerus hayati) the 16S rRNA gene sequences of the endosymbionts was
cloned sequenced and analyzed using molecular biology methods. Phylogenetic trees based on the
sequences of the dominant endosymbionts were constructed with NeighborJoining ( NJ) and Maximum
Likehood ( ML) . The results showed that the symbiotic diversity of B. tabaci MEAM1 and MED was greater

than those of the three dominant parasitoids. Among three dominant parasitoids the diversity of
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endosymbionts in En. formosa was the highest. In the homology analysis the Ricketisia in the five insect

species had 99% similarity and all belonged to Rickettsia bellii group. The phylogenetic trees showed that

the Ricketisia in the five insect species were clustered together and the Hamiltonella showed similar results.

It suggested that B. tabact and its three dominant parasitoids contained a variety of endosymbionts and the

dominant endosymbionts Rickettsia in the five insect species have a close genetic relationship which is

conformed to the Hamiltonella

between B. tabaci and parasitoids.

indicating that the endosymbionts could occur horizontal transmission
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Table 1 The diversity of endosymbionts among B. tabaci MEAM1 MED and its three dominant parasitoids
No. of BLAST results
Species No. of effective sequences  Portiera Hamiltonella Rickettsia Wolbachia Others
Bemisia tabact MEAM1 34 15 10 9 - -
Bemisia tabaci MED 33 8 14 11 - -
Encasia sophia 30 - - 8 - 22
Eretmocerus hayati 28 - - 25 - 3
Encasia formosa 30 - 4 2 23 1
1. Others 8 / 2, 2 o Note: 1. The BLAST results not
belonging to the eight species of endosymbiosis that have been reported count in the others; 2. The sign “ - ” indicates free for one
bacterium.
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Fig. 3 NeighborJoining tree based on the analysis of Hamiltonella from B. tabaci MEAM1

MED and its three dominant parasitoids ( including the reference sequences and outgroup)
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